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BETEMRSE (Glucose dehydrogenase, GCDH) RFIZHRAH
IIFE L 50 B /48 ¥

¥ & FRXNERSHE 2-3 MEE SR ARRER ST E

MEEN :

GCDH (EC 1.1.1.47) f4bD-#i%i ¥ FINAD(P) A= I D-Hi & FEIR FINAD(PYH, KEAZLE T B2 504 B AT I An
TR AT B o AEAR TR AU AE P A FHGCDH, ANt 2 BRI 3R SR o 10 78 267 i 2 i A SR M I 5 i
T LA 0 A R 5 45 9 1 &5 A 26 BRI 1 287 W TR 4 2 — P B

RPAMSG T HTT, GCDH E A il & i B A1 3R SR 1) 2 A8 I G

MRE FRTE
GCDH 184k, D-% % Bl NAD 4 i, D-%i %) B8 #l NADH, 7F 340nm FIll5E NADH b2, HPw] f e
GCDH %

mEEMEENR .
LA BB, RS 1 mL A IEE UL, AR DRI K

IR L R FEDH -

PR : 60mLx1 i, 4°CIRIT;
WA WAE 47.5 mLx1 i, 4°CHRTE;
WA= BFx1 I, 20°CHRATES

HARRATR

AT T FIRHALURE (g): FREGREM(mL) N 1: 5~10 FILLE CRBCHRINZ 0.1g 44, IO ImL
FEHR), HATUKIB I . 8000g 4°CEE.0y 10min, HY i, BEiK EAR.
IR B TN A A B SRR AN T B B B O N, B0 E R R IR e AR (100 -
FEUBAARR (mL) 4 500~1000: 1 FIELAGI (Y 500 J34REE sk 4TML AN ImL SREGR D, 8 75 5k 1 T8R4 1 ek
YU (UK, ThE 20% Bk 200W, B 3s, [AIFE 10s, FE A 30 ¥X); 8000g 4°C & L» 10min, HL i, BEIK
BRI

MELER:
1o eI 30min BA L, ATTPK S 340nm, ZE/KREZE,
2. LAEMMECH: A AR R R B0 — R AR A SRR B 520 C IR 17, 4
KRR
. B TAERET 37°CHA 5 ok
4, fE lmL AL EMAIIA S0uL FEAH 950uL AR, LBIVRS], 103k 340nm &HILRTOGE AL A
Imin J5 R EE A2, 15 AA=A2-Al,

GCDH FEMHH -
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ALE X B mg A E B R 80A4 1Inmol NADH & SN —/NMEHE 77 547 .

GCDH (nmol/min/mg prot) =[AAXV &+ (exd) x10%]+(V FfxCpr) +T=3215xAA+Cpr

(2) HErEABEE A

BN E X B g AR B K | nmol NADH & XN —AMEEIE 77 847 .

GCDH (nmol/min /g #£E) =[AAXV E+ (exd) x1091+(W xV FE+V FER)+T=3215xAA+W

(3) 220 B B0 M 2 B8 15

SALIRSE e B 1 5N B B AR 43 B AR B 1 nmol NADH & SN — NS 77 540

GCDH (nmol/min /104 cell) =[AAXV L+ (exd) x109]1+(500xV FE+V FER) ~T=6.43xAA

VSR RBRR SR, 1X103L; e: NADH BE/RIHNERE, 6.22X10°L /mol /em; d: HWEMGEE,
lem; VA JOIAFEARMSEFR, 0.05mL; VFES: IARRBUBAT, 1mL; T: KMEE, 1min; Cpr: FEA
EAFKRE, mgmL; W: FEAFE, g; 500: IR S412%0, 500 /5.



